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Change region shown -

Homo sapiens calreticulin (CALR) mRNA, complete cds

Customize view v
~ GenBank: AY047586.1 \
EH hics
— ~ Analyze this sequence *
cata ©
s Run BLAST
LOCUS AV047586 1402 bp mRNA linear PRI 15-0CT-2001 Pick Primers

DEFINITION Homo sapiens calreticulin (CALR) mRNA, complete cds.

ACCESSION  AY047586 Highlight Sequence Features

VERSION AT047586.1 GI:16151096 Find in this Sequence
EEYWORDS
SOURCE Homo sapiens (human)

ORGANISN Homo sapiens Articles about the CALR gene =

a: Metazoa: Chordata: Craniata: Vertebrata: Euteleostomi:

B RZIAEREE, FE N ERERR IR (ORIGIN ZJ5)

post-translational cleavase”

ORIGIN
Homologs of the CALR gene =
1 ctgecggagz gtogttttaa agggccegeg cgttgoczee coctoggece gocatgotge . .
61 tatccgtzoc gotgetgetc ggectooteg gootggocgt cgocgagoct gocgtotact The CALR gene is conserved in
121 tcaaggagca gtttctggac ggagacgggt ggacttcceg ctggatcgaa tccaaacaca chimpanzee, Rhesus monkey, dog, cow,

mouse, rat, chicken, zebrafish, fruit fly,

181 agtcagattt tggeaamatte gttctcagtt coggcaagtt ctacggtgac gaggagaaag
mosauito, and C elegans

241 ataaagzttt gcagacaagc caggatgeac gottttatze totgteggec agtttegage
301 ctttcagcaa caamaggccag acgctggtgg tgocagttcac ggtgaamacat gagcagaaca
361 tcgactztgg ggzcggetat gtzaagctgt ttoctaataz tttggaccaz acagacatge
421 acggagactc agaatacaac atcatztttg gteccgacat ctgtggecct gzcaccaaga LinkOut to external resources ~
481 aggttcatgt catcttcaac tacaagggca agaacgtgot gatcaacaag gacatccgtt
B4l geaagzatga tgagtttaca cacctgtaca cactgattzt goggocagac aacacctatg
601 aggtgaagat tgacaacagc caggztggagt coggctoctt ggaagacgat tgggacttce
661 tgoccacccaa gaagataaag gatcctgatg cticamaacc ggaagactgg gatgagcggg ELISA and assay kit

T2l ccaagatcga tgatcccaca gactccaage ctgagsactg ggacaagoce gagcatatco [ExactAntlgenfLabome]
T8l ctgaccctga tgctaagaag cocgaggact gggatgaaga gatggacgsza gagtgggaac cDMA clone

841 ccccagtgat tcagaaccct gagtacaagg gtgagtzgaa gocccggeag atcgacaace [ExactAntigen/Labome]
901 cagattacas gggcacttgs atccacccag amattgacaa cocegagtat tetcccgate
981 ccagtatcta tgoctatgat aactttggeg tgetgggoct ggacctctzz caggtoaagt
1021 ctggoaccat ctttgacaac ttcctcatca ccaacgatga ggcatacgct gaggagtttg

EREEEs

antibody review

fid

[ExactAntigendabome]

=2

2sEe

biochemicals

=

[ExactAntigen/Labome]

1081 gcaacgagac gtggggcgta acamaggcag cagagaaaca aatgaaggac aaacaggacsg others
1141 aggagcazaz zcttaaggasz aag £ caaagaggas gaggaggcag [ExactAntigen/Labome]

17N accarsmees sgatoatoas caraaacate acoatescss coatoacoas cAraacoaco TR L PRI Y

SEIRHH PR (CDS) widdy CDS RIW153.
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Source 1. 1402
forganiss” Homo sapiens”
fmol _type="sFHA"
fdb_gref="taron: 3508

gens 1. 1402
Sgens="CALR"
CDhS 54, . 1307

fproduct="calreticulin”
fprotein d4="pAL131 6, 1"
Adb_xref="G1:16151097"
Sranslation="ILLSVPLLLGLLGLAVAEPANVYFKEQRLDGDGWT SRRIESEIRS
DEGEFVLESGEF TODEERDEGLAT SADARF Y ALSASFEFT SREGQTLVWOF TVEHEQN
IDCGGTVELFPNSLDQTONHGDSEYNI RFGP DI COPC TR EVHVI FRTEGENVLINED
IRCEDDEFTHLYTLI VAP DNTYEVE I DRSQVESG SLEDDSCFLPPER IEDPOASKPED
WOERAY I DDETDSKFEDMOKPEHI FOPDAKKPEDRDEENDGEREPF Y IQNPE YEGERE
PROI O DYEGTRIHPE] DWFEY SFOPST YATDNFGVLGLOLROVE SGTIFIWFLITN
DEAY REEFGNETRGVTEANERQRE DEODE EQRL EEEEEDERREEEEEAEDEEDDEDED
EDEECEEDKEEDEEEDVRCOARDEL ™
mat_peaptide 54, . 553
fgene="CALR™
fproduct="vasostatin”
frote="derived from calreticulin follewing
pogt-tranzlational cleavage™
CRIGIN
1 etgecEEagd gUCERTItan REEECCCECE CETLECCECE cCClSggccs BoCatgitge
Bl tatccRiEce BEtECtEcts BECCTCLCR BCCLERCCRY CECCRARCCl RECETCtact o

I B s (46 €5 DX 3 7 BRI A 3 DR PR G B DX 471

pOST-Transiatiohal CLEAvagc
ORIGIN
1 ctgoczgagg gtogttttan agggcccEcs CETTECCECe CCotCggece g

ga gEectsccte
1321 caggzctzga ctgagsccts agcgctocts <ogoagasct tgecgcgeca aataatstet
1381 ctztzagact cgagaacttt <a

Pathways for the CALR gene
WWINT ligand biogenesis and rafficking
Scavenging by Class F Receptors
Scavenging by Class A Recspiors

See all

Referance sequence information =
RefSaq mRMNA

More about the CALR gene &

Carabcuhn 15 a rulbfundonal pratean that
acts @5 a major Cal 2+ -banding (storage)
prodain an the lumen of the endoplasmic
redicuun, |

Homologs of the CALR gene -
The CALR gene s comsenved in

Homologs of the CALR gene *

The CALR geneis conserved in
chimpanzee, Rhesus monkey, dog, cow,
mouse, rat, chicken, zebrafish, fruit fly,
mosquito, and C elegans

LinkOut to external resources &

antibody review
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ELISA and assay kit
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cDMNA clone
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biochermicals
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others
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siRMA and shRMNA
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181 agtcagattt tggcamattc gttctcagtt ccggcaagtt ctacggtgac gaggagaaag
241 ataaaggttt geagacaage caggatgoac gottttatge totgtoggec agtttcgage
301 ctttcagcaa caaaggccag acgctggtgg tEcagitcac ggtgaaacat gagcagaaca
361 tcgactgtee ZEgcEEctat gigaagctgt ttoctaatag tttggaccag acagacatge
421 acggagactc agaatacaac atcatgtitg gtcccgacat ctgtgeccct ggcaccaaga
481 aggttcatgt catcttcaac tacaagggca agaacgtgct gatcaacaag gacatccgtt
541 gcaaggatga tgagtttaca cacctgtaca cactgattgt gcggccagac aacacctatg
601 aggtgaagat tgacaacage caggtggagt ccggctectt ggaagacgat tgggacttce
BBl tgecacccaa gaagataaag gatcctgatg cttcasaace ggaagactgg gatgageges
T21 ccasgatcga tgatcccaca gactecange ctgaggactg ggacaagece gagcatatce
781 ctgaccctga tgctaagaag cocgaggact gEsatgaaga gatggacgsa sagigsgaac
841 ccccagtgat tcagaaccct gagiacaagg glEagtggaa gOCCCEEcag atcgacaacc
901 cagattacaa 222Cactigg alCCacCoag aaatrgacaa cCCccEaglat 1clcccgatc
961 ccagtatcta tgectatgat aactttggeg tgctgggcct ggacctotgg caggtcaagt
1021 ctggeaccat ctttgacaac ttoctcatea ccaacgatga ggeatacget gaggagtttg
1081 geaacgagac gtggggcgta aggeag a aat

1141 aggagcagag gottaaggag 2 g a:
1201 aggacaagga ggatgatsag gacasagatz agEatfagea £2atERgEag BACAABEEE
1261 aagatgagea ggadEatstc CCCBECCAZE CCAALZAcEA ECTEtagaga gEcctEccte
1321 caggectgga ctgaggcclg agegctoctg ccgcagaget tgccgcgcca aataatgict
1381 crgigagact cgagaaciit ca

mouse, rat, chicken, zebrafish, fruit fly,
mosquito, and C elegans

LinkOut to external resources &
antibody review
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ELISA and assay kit

[Exactantigen/Labome]
cDNA clone

[ExactAntigeniLabome]
biochemicals
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others
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protein and peptide
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Homo sapiens calreticulin (CALR) mRNA, complete cds

GenBank: AY047586.1
. hics

Locus AY04TEE6 1402 bp oRNA linear PRI 15-0CT-2001

DEFINITION Home sapiens calreticulin (CALR) mRNA, complete cds.

ACCESSION  AY047586

VERSION AT047586. 1 GI:16151096

KEYWORDS

SOURCE Homo sapiens (human)

ORGANIS Homo sapiens

Eukaryota; Netazoa; Chordata; Craniata; Vertebrata, Euteleostomi;
Nanmalia; Eutheria; Euarchontoglires; Primates; Haplorrhind;
Catarrhini; Hominidae; Homo.

REFERENCE 1 (bases 1 to 1402)

IXHE R FASTA #5430 1551«

(<o

Help
Change region shown b
Customize view ¥
Analyze this sequence -
Run BLAST
Pick Primers
Highlight Sequence Features
Find in this Sequence
Articles about the CALR gene &
The SOX2-interactome in brain cancer
cells identifies the requir [PLoS One. 2013]

A comparative proteomic studv identified
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Display Settings: (V) FASTA

Homo sapiens calreticulin (CALR) mRNA, complete cds

GenBank: AYD47586.1

GenBank  Graphics

5gi |16151096 |gh |AY047586. 1| Homo sapiens calreticulin (CALR) mRNA, complete eds
CTGCOGCAGGGTCGTTTTAAAGGGOCCCOGOGTTGCOGOCCCCTOGGCCOGCCATGCTGCTATCCGTGEC
GCTGCTGCTOGGCCTCCTORGCCTOOCCETOGCCGAGCCTGCCOTCTACTTCAAGGAGCAGTTTCTGGAC
GOAGACGGGTGGACTTOCCGCTGEATCGAATCCAMMCACANGTCAGAT TTTGGCARATTCGTTCTCAGTT
CCGGCAAGTTCTACGCTGACGAGGAGAMAG AT AAAGGTTTGCAGACAAGCCAGGATGCACGCTTTTATGC
TCTETOGGCCAGTTTCGAGCCTTTCAGCAACARAGGCCAGACGCTGCTCCTGCAGTTCACGGTGAAACAT

CAGCAGAMCATCOACTOTOO0000CCTAT TCANGCTCTTTCOTARTAGTTIGOACCAGACAGACKTG,

ACGGAGACTCAGAATACAACATCATGTTTIGGTCCCGACATCTGTGGCOCTGGCACCAAGARGETTCATGT
CATCTTCAACTACAAGGGCAAGAMOGTGCTCATCANCAAGGACATCCGTTGCANGGATCATGAGTTTACA
CACCTGTACACACTGATTGTGCGGCCAGACAACACCTATGAGGTGAAGATTGACAACAGCCAGGTGGAGT
CCGGCTCCTTGGAAGACGATTGGGACTTCCTGCCACCCAAGAAGAT AAAGGATCCTGATGCTTCAARACC
GGAAGACTGGGATGAGCGGGCCAAGATCCATGATCCCACAGACTCCAAGCCTCAGGACTGGGACAAGCCC
GAGCATATCOCTGACCCTGATGCT AACAAGOCCCAGGACTCGCATCAAGACATCG ADCCAGACTGGOAAC
REFERENCE 1 (bases 1 to 1402)
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Change region shown b
Customize view hd
Analyze this sequence &
Run BLAST
Pick Primers
Highlight Sequence Features
Find in this Sequence
Articles about the CALR gene o

The SOX2-interactome in brain cancer
cells identifies the requir [PLoS © 2013)

A comparative proteomic study identified
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Gene Gene  VEGF

Save search  Limits  Advanced

Display Settings: ) Summary, 20 per page, Soned by Relevance

Results: 1 to 20 of 3489 Page |1
O VEGF - vascular endothelial growth factor A [Callithrix jacchus]
1 vascular endothelial growth factor & —

Annotation Chromasorme 4, NC_013898.1 (45118785 45136844)

O VEGF - vascular endothelial growth factor [Saccoglossus Kowalevskil]
vascular endothelial growth factor

Chromosoma: Un
O 100329011

=)

e
vascular endothelial growdh factor precursor

w [

O VEGFA = vascular endothelial growth factor A [Homa saplens] _
wascular endothelial growdh factor &

SRAARS, MB— 4 L TAT BN EE RN ? X s ZEAR Y B ORI FE IR R DR T S R Rt 4%,

Send to: &

Help
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HARPENIE (Homo sapiens) ), WAdaE0U4%, IR A4,

Gene

| Gene |

Limits ~ Advanced

Display Settings: (%) Full Report

VEGFA vascular endothelial growth factor A [ Homo sapiens (human) ]

Gene ID: 7422, updated on 21-Aug-2013

“| Summary

Official Symbol VEGFA proviced by HGHNC
Official Full Name vascular endothelial growth factor A provided by HGNC
Primary source HGRNC 12630
Locustag RP1-261G23.1
See related
Gene type protsin coding
RefSeq status REVIEWED
Organism Homo sapiens
Lineage

Euarchontoglires; Primates; Haplorrhini; Catarrhini; Hominidae; Homo

Eukaryota, Metazoa, Chardata; Craniata; Vertebrata, Euteleostomi; Mammalia; Eutheria;

Send to: [v]

2|(7]

Ensembl ENSGOO000112715; HPRD: 01889; Mit. 192240, Vega OTTHUMGO0000014745

[5-r-)

Help

Table of contents
Summary

Genomic context
Genamic regions, transcripts, and products
Bibliography

Phenotypes

HIV-1 protein interactions

Interactions

Pathways

General gene information
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General protein information
Reference sequences

Related sequences
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VEGFA vascular endothelial growth factor A [ Homo sapiens (humany) ]

Gene 1D 7422, updated on 21-Aug-2013

Genamic coned

sOEons, AnRSChpts, and products

=~ Summary 2|7
Official Symbol VEGFA HGNG -
Official Full Mame vascular endothelial growth factor A v HGHE Inerachons
Primary source He 2] Patrways
Locus tag General gene information
Seerelated | :
Gene Ontalogy
Genetype protein coding .
RefSeq status  REVIEWED Genaral n
Organism  Hos ) g Feference
Linsage Eukaryols, Metazoa, Chordata Craniata, Vertebrata, Eutelecstons; Mammaha, Eutheria; Ralated se

Euvarchornoghres; Primates, Haplorhani, Catarrhin; Hominidas, Homo
Also kmown as  WFF. VEGF, MVCD1

T T T e PDGRIVEGR groweh factor family and encodes a protein thatis often
found a5 a disuffide linked homodimer. Thes protein is a glycosylated mitogen that specifically acts
on endathelial celis and has various effects, including mediating increased vascular parmeabihty,
inducing angicgenasis, vasculegenesis and endathelial cell growth, promoting ced migrabion, and
inhibiting apoptosis. Elevated levels of this protein is linked to POEMS syndrome, atso lmown as
CrovwFukase syndrome. hMutations in this gene have been associated with profiferative and 2
nonproliferatrve disbetic retinopathy. Altematively sphced ranscrpt vaniants, encoding either freety EioAssay

Locus-specific Databases

Related Information =

Cirdar cOMA clone

e

ruchwres

FHE T, LU BB UG 2HZE D PR R BT E, LR D ek N AT LA BT )
REEER.

EANFER IR 2854 (isoforma F isoformr) , A LLE R M mRNA (11458 (o

NM_001025366.2) F4z st 4ERE (41 NP_001020537.2 )

mRNA and Protein(s)

NM_001025366.2 —» NP_001020537.2 vascular endothelial growth factor A isoform a

Status: REVIEWED

Description = Transcript Variant: This variant (1) represents the longest transcript. This variant can
initiate translation from four non-AUG (CUG) sites, and also from a downstream, in-
frame AUG. The isoform (a) represented in this RefSeq is derived from the 8-most
CUG start codaon. This is the longest isoform.

Source sequence(s) = AF024710, BE7O0556, BMBE167Y9, BLU1S3227, CM25E173, DAZ3TT41, 585192
Consensus CDS | CCDS34457 .1
UniProtKBISwiss-Prot | 15657
Conserved Domains (1) summary

¢d00135 = PDGF; Platelet-derived and vascular endothelial growth
Location:230 - 313 | factors (PDGF, VEGF) family dorain; PDGF is a potent
Blast Score: 284 activator for cells of mesenchymal origin, PDGF-A and
PDGF-EB form AA and BB homoadimers and an AB
heterodimer, YEGF is a potent mitagen in embryonic and

NM_001025367.2 — NP_001020538.2 vascular endothelial growth factor A isoform ¢

Status: REVIEWED

7
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isoforma | isoform r W~ H CAHFRIEE AR ? Xt 5 ZEAR G B LA B 1 SO DA A3
SESEA P TR R R A E 1o 20 PR AR 1D SR, WURANRAL, IR AFAT MK

EFEARZ MRNA s A g K s A (longest isoform) , B R & i Brbros 1) isoforma .

NM_001025366.2 — NP_001020537.2 vascular endothelial growth factor A isoform a

Status: REVIEWED

Description = Transcript Wariant: This wvariant (1) represents the longest transcript. This variant can
initiate translation from four non-AUG (CUG) sites, and also from a downstream, in-
frame AUG. The isoform (a) represented in this RefSeq is derived from the §-most
CUG start codon. This is the longest isofarm.

Source sequence(s) AF024710, BFFO0556, BMBE1679, BU153227, CM256173, OAZ37741, 585192
Consensus CDS | CCDS34457 .1
UniProtKB/Swiss-Prot = F15532
Conserved Domains (1) summary

¢d00135 = PDGF; Platelet-derived and vascular endothelial growth
Location:230 =313 factors (PDGF, WVEGF) family domain; POGF is a potent
Blast Score: 284 | activator for cells of mesenchymal origin, PDGF-A and
PDGF-E form A4 and EE homodimers and an AB
heterodimer, VEGF is a patent mitogen in embryonic and

TR R A IE S S — NP AN isoforma, BEAT LA T NM001025366. 1, £53]40 NI )
{5 LA :

S NCBI R l < S cel [
Nucleotide !Nuc|eo(ide v|| ‘

Limits  Advanced Help
Display Settings: (%) GenBank Send: e e =

Homo sapiens vascular endothelial growth factor A (VEGFA),

transcript variant 1, mRNA SEmomes =

NCBI Reference Sequence: NM_001025366.2

EASTA  Graphics Analyze this sequence =l
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